Genes that are upregulated in MFB were selected according to the following criteria: (1) fivefold greater than in steady-state FB; (2) five-fold greater than in total lung homogenates; and (3) two-fold greater than the mean value of all genes in MFB. Conversely, genes upregulated in steady-state FB were defined according to the following criteria: (1) five-fold greater than in MFB; (2) five-fold greater than in total lung homogenates; and (3) two-fold greater than the mean value of all genes in steady-state FB. The listed genes are available in the NCBI Reference Sequence. 
